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In the original Supplemental Data available for download on November 27, 2013, the graphs in Figures S14–S16 and
S18–S20 were unfortunately missing data because of a technical error during file conversion. The Supplemental Data
file has been corrected online and is currently available for download. The authors regret the error.*Correspondence: rasmus_nielsen@berkeley.edu (R.N.), oluf@sund.ku.dk (O.P.)
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